	PARP family
	PDB ID
	
	References

	PARP3
	
	Usually contains catalytic domain of 357 residues
	

	
	4L7U
	 IN COMPLEX WITH INHIBITOR ME0398
	29

	
	4L7R
	 IN COMPLEX WITH INHIBITOR ME0400: N-[(2S)-1-hydroxybutan-2-yl]-3-(4-oxo-3,4- dihydroquinazolin-2-yl)propanamide
	29

	
	4L7P
	 IN COMPLEX WITH INHIBITOR ME0395: (2E)-N-[(2S)-1-hydroxy-3-phenylpropan-2-yl]- 3-(4-oxo-1,4-dihydroquinazolin-2-yl)prop- 2-enamide
	29

	
	4L7O
	 IN COMPLEX WITH INHIBITOR STO1542
	29

	
	4L7N
	 IN COMPLEX WITH INHIBITOR STO1542
	29

	
	4L7L
	 IN COMPLEX WITH INHIBITOR ME0368
	29

	
	4L70
	 IN COMPLEX WITH INHIBITOR ME0352
	29

	
	4L6Z
	 IN COMPLEX WITH INHIBITOR STO1168
	29

	
	4GV4
	 IN COMPLEX WITH INHIBITOR ME0328: 3-(4-oxo-3,4-dihydroquinazolin-2-yl)-N-[(1S)- 1-phenylethyl]propanamide
	13

	
	4GV2
	 IN COMPLEX WITH INHIBITOR ME0354: 3-(4-oxo-3,4-dihydroquinazolin-2-yl)-N-[(1R)- 1-(pyridin-2-yl)ethyl]propanamide
	13

	
	4GV0
	 IN COMPLEX WITH INHIBITOR ME0355: 3-(4-oxo-3,4-dihydroquinazolin-2-yl)-N-[(1S)- 1-(pyridin-2-yl)ethyl]propanamide
	13

	
	3C4H
	 IN C WITH AN INHIBITOR DR2313
	32

	
	3C49
	 IN COMPLEX WITH AN INHIBITOR KU0058948
	32

	
	3CE0
	 IN COMPLEX WITH AN INHIBITOR PJ34
	32

	
	3FHB
	 IN COMPLEX WITH AN INHIBITOR 3-AMINOBENZOIC ACID
	32

	
	2EOC
	Solution NMR structure of 124 residues
	N/A

	TNKS
	
	Usually contains  catalytic domain of 217, 224, 258, or 351(mouse TNKS)  residues
	

	
	4MT9
	WITH COMPOUND 49: N-[trans-4-(4-cyanophenoxy)cyclohexyl]-3- [(4-oxo-3,4-dihydroquinazolin-2-yl)sulfanyl]propanamide
	26

	
	4MSK
	WITH COMPOUND 34: 3-(4-oxo-3,4-dihydroquinazolin-2-yl)-N-[4- (5-phenyl-1,3,4-oxadiazol-2-yl)phenyl]propanamide
	26

	
	4MSG
	WITH COMPOUND 22: 3-[(4-oxo-3,4-dihydroquinazolin-2-yl)sulfanyl]- N-[trans-4-(5-phenyl-1,3,4-oxadiazol-2-yl)cyclohexyl]propanamide
	26

	
	4N4V
	WITH COMPOUND 4: [(4S)-3- [6-AMINO-5-(PYRIMIDIN-2-YL)PYRIDIN-3-YL]CYCLOHEXYL}-5,5-DIM PHENYL-1,3-OXAZOLIDIN-2-ONE]
	N/A

	
	4N3R
	WITH COMPOUND 2: (5-(2- AMINOQUINAZOLIN-6-YL)-N-(4,4-DIMETHYL-2-OXO-1,2,3,4- TETRAHYDROQUINOLIN-7-YL)-2-FLUOROBENZAMIDE)
	N/A

	
	4N4T
	with compound 3: [(4S)-3-{4-[6-amino-5-(pyrimidin-2-yl)pyridin-3-yl]phenyl}-5,5-dimethyl-4-phenyl-1,3-oxazolidin-2-one]
	N/A

	
	4LI8
	WITH INHIBITOR 2-[4-(4-fluorobenzoyl)piperidin-1-yl]-N-[(4-oxo-3,5,7,8-tetrahydro-4H-pyrano[4,3-d]pyrimidin-2-yl)methyl]-N-(thiophen-2-ylmethyl)acetamide
	25

	
	4LI7
	WITH INHIBITOR 4-CHLORO N-{2-[4-(4-FLUOROBENZOYL)PIPERIDIN-1-YL]ETHYL}-2-METHOXYBENZAMIDE
	25

	
	4LI6
	WITH INHIBITOR N-[(4-OX DIHYDROQUINAZOLIN-2-YL)METHYL]-3-PHENYL-N-(THIOPHEN-2-YLMET PROPANAMIDE
	25

	
	4KRS
	WITH 4-tert-butyl-N-(5,6-dihydro[1,3]thiazolo[2,3- c][1,2,4]triazol-3-yl)benzamide
	27

	
	4K4F
	WITH COMPOUND 18: [4-[(4S)-5,5- 2-OXO-4-PHENYL-1,3-OXAZOLIDIN-3-YL]-N-(QUINOLIN-8-YL)BENZAM
	36

	
	4K4E
	WITH COMPOUND 52: [N~2-(5-CHLOR METHOXYPHENYL)-N-[TRANS-4-(2-OXO-2,3-DIHYDRO-1H-BENZIMIDAZO CYCLOHEXYL]GLYCINAMIDE]
	36

	
	4I9I
	 WITH COMPOUND 4: N-(2-methoxyphenyl)-4-{[3-(4-oxo-3,4-dihydroquinazolin- 2-yl)propanoyl]amino}benzamide
	22

	
	3UDD
	WITH 3-(4-methoxyphenyl)-5-({[4-(4-methoxyphenyl)- 5-methyl-4H-1,2,4-triazol-3-yl]sulfanyl}methyl)- 1,2,4-oxadiazole
	34

	
	3UH4
	WITH NVP-XAV939:  2-[4-(trifluoromethyl)phenyl]-7,8-dihydro- 5H-thiopyrano[4,3-d]pyrimidin-4-ol
	14

	
	3UH2
	WITH PJ34: N~2~,N~2~-DIMETHYL-N~1~-(6-OXO-5,6-DIHYDROPHENANTHRIDIN- 2-YL)GLYCINAMIDE
	14

	
	4DVI
	WITH IWR2: 4-[(3aR,4S,7R,7aS)-1,3-dioxo-1,3,3a,4,7,7a- hexahydro-2H-4,7-methanoisoindol-2-yl]-N- (4-methylquinolin-8-yl)benzamide
	37

	
	2RF5
	Tankyrase-1 (APO Form)
	46

	
	3UTM
	MOUSE TANKYRASE-AXIN COMPLEX
	44

	TNKS2
	
	Catalytic domain of 167, 210, 240 residues
	

	
	4BJC
	WITH RUCAPARIB:
	48

	
	4BJB
	WITH PJ-34: N~2~,N~2~-DIMETHYL-N~1~-(6-OXO-5,6-DIHYDROPHENANTHRIDIN- 2-YL)GLYCINAMIDE
	48

	
	4BJ9
	WITH EB-47: 2-[4-[(2S,3S,4R,5R)-5-(6-aminopurin-9-yl)- 3,4-bis(oxidanyl)oxolan-2-yl]carbonylpiperazin- 1-yl]-N-(1-oxidanylidene-2,3-dihydroisoindol- 4-yl)ethanamide
	48

	
	4M7B
	WITH AN UPF1854: 4-{2-[(6-methyl[1,2,4]triazolo[4,3-b]pyridazin- 8-yl)amino]ethyl}phenol
	28

	
	4L34
	WITH 4'-TETRAZOLE FLAVONE
	30

	
	4L33
	WITH CYANOMETHYL 4-(4-OXO-4H-CHROMEN- BENZOATE
	30

	
	4L32
	WITH 2-[4-(4-METHYLPIPERAZINE-1-CARBO PHENYL]CHROMEN-4-ONE
	30

	
	4L31
	WITH METHYL 4-(4-OXOCHROMEN-2-YL)BENZ
	30

	
	4L2K
	WITH 2-(1,3-BENZODIOXOL-5-YL)-4H-CHROMEN-4-ONE
	30

	
	4L2G
	WITH 6- FLUORO FLAVONE
	30

	
	4L2F
	WITH 6-CHLORO FLAVONE
	30

	
	4L10
	WITH 4'-METHOXY FLAVONE
	30

	
	4L0V
	WITH 4'-CHLORO FLAVONE
	30

	
	4L0T
	WITH 4'-NITRO FLAVONE
	30

	
	4L0S
	WITH 4'-CYANO FLAVONE
	30

	
	4L0I
	WITH ETHYL 4-(4-OXO- CHROMEN-2-YL)BENZOATE
	30

	
	4L0B
	WITH 4'-DIMETHYLAMINO FLAVONE
	30

	
	4L09
	WITH 4-(4-oxo-4H-chromen-2-yl)benzoic acid
	30

	
	4KZU
	WITH 4' -bromo flavone
	30

	
	4KZQ
	WITH 4' -hydroxy flavone
	30

	
	4KZL
	WITH 2-(4-fluorophenyl)-4H-chromen-4-one
	30

	
	4BUY
	WITH 5- METHYL-5-(4-(4-OXO-3,4-DIHYDROQUINAZOLIN-2-YL)PHENYL) IMIDAZOLIDINE-2,4-DIONE
	11

	
	4BUX
	WITH 3-(( 4-(4-OXO-3,4-DIHYDROQUINAZOLIN-2-YL)PHENYL)METHYL) IMIDAZOLIDINE-2,4-DIONE
	11

	
	4BUW
	WITH 2-(4- (2-OXO-1,3-OXAZOLIDIN-3-YL)PHENYL)-3,4- DIHYDROQUINAZOLIN-4-ONE
	11

	
	4BUV
	WITH N-(4- (4-OXO-3,4-DIHYDROQUINAZOLIN-2-YL)PHENYL)THIOPHENE-2-CARBOX
	11

	
	4BUU
	WITH (4- (4-OXO-3,4-DIHYDROQUINAZOLIN-2-YL)PHENYL)METHANESULFONAMIDE
	11

	
	4BUT
	WITH 4-(4- OXO-3,4-DIHYDROQUINAZOLIN-2-YL)BENZENE-1-SULFONAMIDE
	11

	
	4BUS
	WITH 2-(4- (4-OXO-3,4-DIHYDROQUINAZOLIN-2-YL)PHENOXY)ACETIC ACID
	11

	
	4BUI
	WITH METHYL 4-(4-OXO-3,4-DIHYDROQUINAZOLIN-2-YL)BENZOATE
	11

	
	4BUF
	WITH 2-(4- ACETYLPHENYL)-3,4-DIHYDROQUINAZOLIN-4-ONE
	11

	
	4BUE
	WITH 3-MET N-(4-(4-OXO-3,4-DIHYDROQUINAZOLIN-2-YL)PHENYL)BUTANAMIDE
	11

	
	4BUD
	WITH 2-(4- TERT-BUTYLPHENYL)-1,4-DIHYDROQUINAZOLIN-4-ONE
	11

	
	4BUA
	WITH 2-(4- (METHYLSULFANYL)PHENYL)-3,4-DIHYDROQUINAZOLIN-4-ONE
	11

	
	4BU9
	WITH 2-(4- METHOXYPHENYL)-3,4-DIHYDROQUINAZOLIN-4-ONE
	11

	
	4BU8
	WITH 4-(4- OXO-1,4-DIHYDROQUINAZOLIN-2-YL)BENZONITRILE
	11

	
	4BU7
	WITH 2-(4- BROMOPHENYL)-3,4-DIHYDROQUINAZOLIN-4-ONE
	11

	
	4BU6
	WITH 2-(4- AMINOPHENYL)-3,4-DIHYDROQUINAZOLIN-4-ONE
	11

	
	4BU5
	WITH 2-(4- HYDROXYPHENYL)-3,4-DIHYDROQUINAZOLIN-4-ONE
	11

	
	4BU3
	WITH 2-PHENYL-3,4-DIHYDROQUINAZOLIN-4-ONE
	11

	
	4BS4
	WITH 4'-ISOPROPYLFLAVONE
	30

	
	4J1Z
	WITH 4-CHLORO-1,2-DIHYDROPHATALZIN-ONE
	24

	
	4BFP
	WITH WIKI4: 2-[3-[[4-(4-methoxyphenyl)-5-pyridin-4-yl- 1,2,4-triazol-3-yl]sulfanyl]propyl]benzo[de]isoquinoline- 1,3-dione
	38

	
	4J3M
	WITH 3-CHLORO-4-(4-METHYL-2-OXO-1,2- DIHYDROQUINOLIN-7-YL)BENZOIC ACID
	24

	
	4J3L
	WITH 3-CHLORO-N-(2-METHOXYETHYL)-4-(4 OXO-1,2-DIHYDROQUINOLIN-7-YL)BENZAMIDE
	24

	
	4J22
	WITH 3-CHLORO-4-(4-METHYL-2-OXO-1,2- DIHYDROQUINOLIN-7-YL)-N-[2-(MORPHOLIN-4-YL)ETHYL]BENZAMIDE
	24

	
	4J21
	WITH 7-(4-AMINO-2-CHLOROPHENYL)-4- METHYLQUINOLIN-2(1H)-ONE
	24

	
	4HMH
	WITH 7,3-dihydroxyflavone
	35

	
	4HLM
	WITH 3',4'- DIHYDROXYFLAVONE
	35

	
	4HLK
	WITH 4'-METHYLFL
	35

	
	4HLH
	WITH 4'-FLUOROFL
	35

	
	4HLG
	WITH 3'-HYDROXYF
	35

	
	4HLF
	WITH 7,3',4'- TRIHYDROXYFLAVONE
	35

	
	4HL5
	WITH 7-HYDROXY -4'- METHOXYFLAVONE
	35

	
	4HKN
	WITH LUTEOLIN
	35

	
	4HKK
	WITH APIGENIN
	35

	
	4HKI
	WITH FLAVONE
	35

	
	3UA9
	WITH IWR-1: 4-[(3aR,4S,7R,7aS)-1,3-dioxo-1,3,3a,4,7,7a- hexahydro-2H-4,7-methanoisoindol-2-yl]-N- (quinolin-8-yl)benzamide
	20

	
	3U9Y
	WITH OLAPARIB
	20

	
	3U9H
	WITH NICOTINAMIDE
	20

	
	3TWX
	IN COMPLEX PEPTIDE FROM HUMAN FNBP1 (CHIMERIC PEPTIDE)
	4

	
	3TWW
	IN COMPLEX PEPTIDE FROM HUMAN LNPEP (CHIMERIC PEPTIDE)
	4

	
	3TWV
	IN COMPLEX PEPTIDE FROM HUMAN NUMA1 (CHIMERIC PEPTIDE)
	4

	
	3TWU
	IN COMPLEX PEPTIDE FROM HUMAN MCL1
	4

	
	3TWT
	IN COMPLEX PEPTIDE FROM HUMAN MCL1 (CHIMERIC PEPTIDE)
	4

	
	3TWS
	IN COMPLEX PEPTIDE FROM HUMAN TERF1 (CHIMERIC PEPTIDE)
	4

	
	3TWR
	IN COMPLEX PEPTIDE FROM HUMAN 3BP2
	4

	
	3TWQ
	TANKYRASE 2 (APO FORM)
	4

	
	3KR7
	TANKYRASE 2 (APO FORM)
	47

	
	3KR8
	with inhibitor XAV939: 2-[4-(trifluoromethyl)phenyl]-7,8-dihydro- 5H-thiopyrano[4,3-d]pyrimidin-4-ol
	47

	
	3P0Q
	WITH N-[2-(4-chlorophenyl)ethyl]-6-methyl[1,2,4]triazolo[4,3- b]pyridazin-8-amine
	40

	
	3P0P
	WITH 2-[4-(4-fluorophenyl)piperazin-1-yl]-6-methylpyrimidin- 4(3H)-one
	40

	
	3P0N
	WITH 7-bromopyrrolo[1,2-a]quinoxalin-4(5H)-one
	40

	
	3MHK
	WITH 2-(2-pyridyl)-7,8-dihydro-5h-thiino[4,3-d]pyrimidin-4-ol
	40

	
	3MHJ
	WITH 1-methyl-3-(trifluoromethyl)-5h-benzo[c][1,8]naphtyridine-6-one
	40

	
	4AVW
	WITH TIQ-A: 4H-thieno[2,3-c]isoquinolin-5-one
	48

	
	4AVU
	WITH 6(5H) -PHENANTHRIDINONE
	48

	
	3W51
	WITH 2-HYDROXY-4-METHYLQUINOLINE
	24

	
	4IUE
	WITH 7-(2-FLUOROPHENYL)-4-METHYL-1,2- DIHYDROQUINOLIN-2-ONE
	24

	
	4HYF
	WITH 4-{5-[(E)-2-{4-(2-chlorophenyl)-5-[5-(methylsulfonyl)pyridin- 2-yl]-4H-1,2,4-triazol-3-yl}ethenyl]-1,3,4- oxadiazol-2-yl}benzonitrile
	39

	PARP14
	
	Catalytic domain of 183, 193, 214, 221, 415 residues
	

	
	4ABL
	MACRO DOMAIN 3
	40

	
	4ABK
	Macro Domain 3 WITH ADENOSINE-5-DIPHOSPHORIBOSE
	40

	
	4D86
	Macro Domain 1 & 2 WITH ADENOSINE-5-DIPHOSPHATE
	40

	
	3VFQ
	Macro Domain 1 & 2 WITH ADENOSINE-5-DIPHOSPHORIBOSE
	40

	
	4F1Q
	WITH A16(E): (2E)-4-[(3-carbamoylphenyl)amino]-4-oxobut- 2-enoic acid
	21

	
	4F1L
	WITH A16(Z):  (2Z)-4-[(3-carbamoylphenyl)amino]-4-oxobut- 2-enoic acid
	21

	
	3Q6Z
	Macro domain 1 WITH ADENOSIN DIPHOSPHORIBOSE
	5

	
	3SE2
	WITH 6(5H)-PHENANTHRIDINONE
	40

	
	3SMJ
	WITH 2-methyl-3,5,6,7-tetrahydro-4H-cyclopenta[4,5]thieno[2,3- d]pyrimidin-4-one
	40

	
	3SMI
	WITH 2-{[(3-amino-1H-1,2,4-triazol-5-yl)sulfanyl]methyl}- 8-methylquinazolin-4(3H)-one
	40

	
	3Q71
	Macro domain 2 WITH ADENOS DIPHOSPHORIBOSE
	5

	
	3GOY
	WITH AN INHIBITOR 3-AMINOBENZAMIDE
	40

	
	1X4R
	Solution NMR of WWE domain of PARP14 (99 residues)
	N/A

	
	1X5P
	Solution NMR of RRM domain of PARP14 (97 residues)
	N/A

	PARP1
	
	Catalytic domain of 350, 361 residues
	

	
	1PAX
	WITH 3,4-DIHYDRO-5-METHYL-ISOQUINOLINONE
	43

	
	4PAX
	WITH 8-HYDROXY-2-METHYL-3-HYDRO-QUINAZOLIN-4-ONE
	812

	
	3PAX
	WITH 3-METHOXYBENZAMIDE
	12

	
	2PAX
	WITH 4-AMINO-1,8-NAPHTHALIMIDE
	12

	
	2PAW
	PARP1 (APO Form) 
	12

	
	1A26
	WITH CARBA-NAD
	8

	
	1EFY
	WITH 2-(3'-METHOXYPHENYL) BENZIMIDAZOLE-4-CARBOXAMIDE
	19

	
	1UK0
	WITH 2-{3-[4-(4-FLUOROPHENYL)-3,6-DIHYDRO-1(2H)- PYRIDINYL]PROPYL}-8-METHYL-4(3H)-QUINAZOLINONE
	7

	
	1UK1
	WITH 5-FLUORO-1-[4-(4-PHENYL-3,6-DIHYDROPYRIDIN- 1(2H)-YL)BUTYL]QUINAZOLINE-2,4(1H,3H)-DIONE
	31

	
	1WOK
	WITH 3-(4-CHLOROPHENYL)QUINOXALINE-5-CARBOXAMIDE
	6

	
	2RIQ
	CRYSTAL STRUCTURE OF THE THIRD ZINC-BINDING DOMAIN OF HUMAN
	

	
	3ODE
	ZINC FINGER 2 (ZN2) BOUND TO DNA
	16

	
	3ODC
	ZINC FINGER 2 (ZN2) BOUND TO DNA (111 residues)
	16

	
	3ODA
	ZINC FINGER 1 (ZN1) BOUND TO DNA
	16

	
	3OD8
	ZINC FINGER 1 (ZN1) BOUND TO DNA (116 residues)
	16

	
	4DQY
	BOUND TO A DNA DOUBLE STRAND BREAK (223 residues)
	45

	
	4AV1
	IN COMPLEX WITH DNA
	41

	
	4GV7
	WITH INHIB ME0328: 2-methylquinazolin-4(3H)-one
	13

	
	2RD6
	WITH A861695: (2R)-2-(7-carbamoyl-1H-benzimidazol-2-yl)- 2-methylpyrrolidinium
	N/A

	
	2RCW
	WITH A620223: trans-4-(7-carbamoyl-1H-benzimidazol-2-yl)- 1-propylpiperidinium
	N/A

	
	3GJW
	WITH A968427: 7-(pyrrolidin-1-ylmethyl)pyrrolo[1,2-a]quinoxalin- 4(5H)-one
	1

	
	3GN7
	WITH A861696: 2-[(2S)-2-methylpyrrolidin-2-yl]-1H-benzimidazole- 7-carboxamide
	N/A

	
	3L3M
	WITH A927929: 2-{2-fluoro-4-[(2S)-piperidin-2-yl]phenyl}- 1H-benzimidazole-7-carboxamide
	33

	
	3L3L
	WITH A906894: 3-oxo-2-piperidin-4-yl-2,3-dihydro-1H-isoindole- 4-carboxamide
	2

	
	4HHZ
	WITH (9aR)-1-[(1-{2-fluoro-5-[(4-oxo-3,4-dihydrophthalazin- 1-yl)methyl]benzoyl}piperidin-4-yl)carbonyl]- 1,2,3,8,9,9a-hexahydro-7H-benzo[de][1,7]naphthyridin- 7-one
	23

	
	4HHY
	WITH N-{(2S)-1-[4-(4-fluorophenyl)-3,6-dihydropyridin- 1(2H)-yl]-1-oxopropan-2-yl}-2-[(9aR)-7-oxo- 2,3,7,8,9,9a-hexahydro-1H-benzo[de][1,7]naphthyridin- 1-yl]acetamide
	23

	
	4L6S
	WITH BENZO[1,4]OXAZIN-3-ONE 
	3

	
	1V9X
	Solution NMR structure of first Zn-finger domain (114 residues)
	N/A

	
	2COK
	Solution NMR structure of BRCT domain (113 residues)
	N/A

	
	2CR9
	Solution NMR structure of WGR domain (139 residues)
	N/A

	
	2CS2
	Solution NMR structure of second Zn-finger  domain (134 residues)
	N/A

	
	2DMJ
	Solution NMR structure of first Zf-PARP domain (106 residues)
	N/A

	
	2JVN
	Solution NMR structure of domain C (126 residues)
	49

	
	2L30
	Solution NMR structure of Zn-finger domain 1 (108 residues)
	N/A

	
	2L31
	Solution NMR structure of  Zn-finger domain 2 (112 residues)
	N/A

	
	2LE0
	Solution NMR structure of BRCT domain (106 residues)
	N/A

	PARP2
	
	351 and 368 residues
	

	
	1GS0
	CATALYTIC DOMAIN OF MURINE POLY (ADP-RIBOSE) POLYMERASE-2
	42

	
	3KCZ
	WITH 3-AMINOBENZAMIDEcrystal 
	10

	
	3KJD
	WITH AN INHIBITOR ABT-888: (2R)-2-(7-carbamoyl-1H-benzimidazol-2-yl)- 2-methylpyrrolidinium 
	10

	PARP15
	
	200, 221
	

	
	3BLJ
	Catalytic Domain of PARP15 (APO Form)
	N/A

	
	3V2B
	Macro Domain 2 WITH ADENOSINE-5-DIPHOSPHORIBOSE
	5

	
	3GEY
	WITH PJ34: N~2~,N~2~-DIMETHYL-N~1~-(6-OXO-5,6-DIHYDROPHENANTHRIDIN- 2-YL)GLYCINAMID
	N/A

	
	4F0E
	WITH STO1102: 8-methyl-2-[(pyrimidin-2-ylsulfanyl)methyl]quinazolin- 4(1H)-one
	21

	PARP12
	
	198 residues
	

	
	2PQF
	WITH AN INHIBITOR 3-AMINOBENZOIC ACID
	N/A

	PARP10
	
	217 residues
	

	
	3HKV
	WITH AN INHIBITOR 3-AMINOBENZAMIDE
	N/A

	
	2DHX
	Solution R structure of RRM domain (104 residues)
	N/A

	PARP16
	
	277 residues
	

	
	4F0D
	WITH 3-AMINOBENZAMIDE
	17



Special structure: 2Y0I: FACTOR INHIBITING HIF-1 ALPHA IN COMPLEX WITH TANKYRASE-2 (TNKS2) FRAGMENT PEPTIDE (21-MER): Reference 18
TNKS: Tankyrase-1
[bookmark: _GoBack]TNKS2: Tankyrase-2
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