
(It has bond angles, bond lengths , Phi, Chi values for a residue)
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template files 
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n-1 n

n = nres

rname_pdb structure.h build_res

cart-i

cart-j
cart-k
cart-l

conversion

Zmat (initialization)

zmat_backbone 
(rij , phi, theta)

Parent_res ----->  residue alone

Parent_atom -----> both residue and back bone

parent

This serves as a reference to update 
molecules
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